• Peer Bork, "Systemic analysis of the human gut: connecting chemicals, proteins, cells, communities and phenotypes"
• Sang Yup Lee, "Systems metabolic engineering"
• Hong Gil Nam, "Understanding and controlling plant growth and development: Genetic, Systems, and chemical genomic approaches"
• Kenta Nakai, "Information for Transcriptional Regulation"
The tutorial topics for APBC2011 included WebLab: a web-based bioinformatics platform (Jingchu Luo), Promenade through the web programming for biological research using Perl language The emphasis of APBC has been algorithmic development and innovation in Bioinformatics and this year that theme continued. Reflecting the ever-changing nature of Bioinformatics and is adaption to advances in technology, for the first time, a session was held on next-generation sequencing. A wide range of topics in Bioinformatics were covered at the conference and were categorised as:
• Phylogenetics and Evolution The APBC2011 conference has received 164 submissions covering a wide range of topics in bioinformatics. The conferences' scope was wide in order to adapt itself quickly to this progressive research field. The broad composition of the expert program committee was well equipped to handle the diversity of topics under the banner of bioinformatics and computational biology. Of the 164 submitted papers, 153 received two or more peer reviews with an acceptance rate of 33%. We wish to thank and acknowledge the Program Committee members and their contributions. The Program Com
